SEQUENCE LISTING 
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Willson, Tracy 
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<120> A NOVEL HAEMOPOIETIN RECEPTOR AND GENETIC SEQUENCES 
ENCODING SAME 

<130> 11268 

<140> 09/043,816 
<141> 1998-09-17 

<160> 44 

<170> Patentln Ver. 2.0 

<210> 1 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
<400> 1 

rctccartcr ctcca 



<210> 2 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
<400> 2 

taatacgact cactataggg aga 

<210> 3 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
<400> 3 



1 



attaccctca ctaaaggga 



19 



<210> 4 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
<400> 4 

actagcaggg atgtagctga g 21 



<210> 5 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
<400> 5 

ctcagctaca tccctgctag t 21 

<210> 6 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 



-S, <400> 6 



ctgctcctat gatacct 17 

<210> 7 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
<400> 7 

cctcttccat cttattgctt gg 22 



<210> 8 
<211> 20 
<212> DNA 

<213> Artificial Sequence 



2 



<220> 

<223> Description of Artificial Sequence: Synthetic 
<400> 8 

atcggtcgtg acatacaagg 



<210> 9 
<211> 37 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
<400> 9 

agctaagctt tctagatatc caattactcc ttggaga 



<210> 10 
<211> 34 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
<400> 10 

agcttctaga tcaatcactc tggtgttttt caat 



<210> 11 
<211> 34 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
<400> 11 

acgttctaga tcaaactttt atatccatga caac 



<210> 12 

<211> 3909 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> unsure 

<222> (27) . . (68) 

<223> N is a or g or c or t 

<220> 

<221> unsure 
<222> (923) 



<223> R is 


g or a 




<220> 

<221> unsure 
<222> (2315) 
<223> S is g or c 




<400> 12 
cgaattcgcg 


ggcgcgtcga 


ccgcggnccc 


ctcgtggnat 


tatccttcag 


tggggstatt 


ttagaggatt 


atggatttgg 


cagttcaccc 


ctctgtctgt 


atgttacttc 


tctcccctca 


cttctctgaa 


gtaagatgat 


ttgtcaaaaa 


atttatgtga 


taactgcgtt 


taacttgtca 


tcttgcatgc 


caccaaattc 


aacctatgac 


aatacttcaa 


attcgaatgg 


acattatgag 


ggtactcact 


tttctaactt 


atccaaaaca 


gatagaaact 


gctccttatg 


tgcagacaac 


aattctttag 


tttttcaaca 


aatagatgca 


gacttaaaat 


tattcatctg 


ttatgtggag 


aactataagg 


tccatctttt 


atatgttctg 


ccccaaaaag 


gcagttttca 


gatggttcac 


tgtcttgtgc 


ctgtgccaac 


agccaaactc 


acatctggtg 


gagtaatttt 


ccrgtcacct 


aagcctgatc 


caccattagg 


tttgcatatg 


tcttggtcca 


gcccaccatt 


ggtaccattt 


aattctacaa 


cagttatcag 


agaagctgac 


gacagtatac 


ttcctgggtc 


ttcgtatgag 


ccaggaatct 


ggagtgactg 


gagtactcct 


tttccaccta 


aaattctgac 


aagtgttggg 


aaggaaaaca 


agattgttcc 


ctcaaaagag 


attcctcaaa 


gccagtatga 


tgttgtgagt 



agctcgggag 


acatgggggg 


cgttaaagct 


60 


ggactgactt 


ttcttatget 


aaaatcftacc 


120 


tgaccatctt 


gaaaataagt 


tatctctaat 


180 


ccaacggaga 


acaaatgtgg 


gcaaagtgta 


240 


ttctgtgtgg 


ttttgttaca 


ttcrcraaattt 


300 


tatccaatta 


ctccttggag 


atttaagttg 


360 


tacttccttt 


tcrcctcrctaG 


actctcaaacr 


420 


acagctgttg 


aacctaacrtt 


taat tcaacrt 


480 


actttccact 


crttQCt tt ccr 


cr a rrt rrs rrpa a 

y o.y uy a.y uciu 


540 


r5 t t" CI Pi Pi CICTPi Pi 
d »— day y clcl 


rrn^ r*3 t* f~ t trt" 

y y a^a o u l. y l. 


L. 1— v — CtO. ^ CLy C a 


600 
\j \j \j 


aactaaaaca 


tacacrtcrn tcr 


n r* t s a a a nrr^ 




teat tat tta 


acraa tc t a tt 


c* a crcra a 1 1 ?i t 

v-»c*.y y a a u uq l 


720 


cctcraacr t cr t 


t acraa era t fr 


3 t r'trrrrt t 




tcrcaat tcrca 


ertcrt t r*a t era 

y y V — a Ly CL 


a trrt t rrhrra a 

a L*y »—y cy cl cl 


840 


a a r 1 era pactc 


L-vVrf Ca uy L«y 


1 1 1" rra aaatr 

U U Uy d Cl CL CL UL' 


9f)0 


r'taatrftr'sn' 


1 1 r'Rrrpr'r'ri t 


aaduciuyy L»y 


y \j \j 


gaaatcacag 


atgatggtaa 


tttaaagatt 


1020 


ccacttcaat 


atcaagtgaa 


atattcagag 


1080 


aagattgtct 


cagctacatc 


ectgetagta 


1140 


gttcaggtga 


ggggcaagag 


actggatggc 


1200 


cgtgtcttta 


ccacacaaga 


tgtcatatac 


1260 


tctaatgttt 


cttttcactg 


catctataag 


1320 


attgtttggt 


ggatgaattt 


agctgagaaa 


1380 


gatcatgtta 


gcaaagttac 


ttttttcaat 


1440 



4 





ctgaatgaaa 


ccaaacctcg 




cataaatacc 


atcatccrcta 




tgtgaaactg 


atgggtactt 




tcacttgcgg 


aaagcacttt 




attccatcta 


ttcatcccat 




tatgaatgca 


ttttccagcc 




aatcactctc 


taggttcact 




aagccactgc 


ctccatccag 




atatcttggg 


aaaagccagt 




ttaagtggaa 


aagaagtaca 




gtcagtctcc 


cagttccaga 




ctagatggac 


tgggatattg 


i. „Ji 
W 


ataaaagttc 


cfcafccracracrcr 




aacrcracraaaa 


atcrtcacttt 




crttcacracrat 


atcrtcrataaa 


: 

:,*» 


ggaaatcaca 


cgaaattcac 




gccatcaatt 


caattggtgc 


i;5 

' a.9 


agcaaagtaa 


atategtgea 


crt t tec tcraa 


tactatcacc 


□ 


astcttaatcr 


aacra tcrcrtera 




tatatccata 


atcattttat 




atggaaggag 


tgggaaaacc 




caccagagtg 


atgcaggttt 




ttgcttggaa 


cattattaat 




ccgaacccca 


agaattgttc 




ctttgaagtc 


taatcatgat 




atagagtatt 


agaagatttt 




ttgaacttct 


gagagttaac 



aggaaagttt acctatgatg 
tgctgaatta tatgtgattg 
aactaaaatg acttgeagat 
gcaattgagg tatcatagga 
atctgagccc aaagattget 
aatcttccta ttatctggct 
tgactctcca ccaacatgtg 
tgtgaaagca gaaattacta 
ctttccagag aataaccttc 
atggaagatg tatgaggttt 
cttgtgtgca gtctatgctg 
gagtaattgg agcaatccag 
acctgaattt tggagaataa 
actttggaag cccctgatga 
ccatcatact tcctscaatg 
tttcctgtgg acagagcaag 
ttctgttgca aattttaatt 
gtcactcagt gcttatcctt 
cagtgattac aagctaatgt 
aataaaatgg cttagaatct 
ccccattgag aagtaccagt 
aaagataatt aatagtttca 
atatgtaatt gtgccagtaa 
atcacaccaa agaatgaaaa 
ctgggcacaa ggacttaatt 
cactacagat gaacccaatg 
tacattttga agaaggggag 
atatggtgga ttatgttgat 



cagtgtactg 


ctgcaatgaa 


1500 


atgtcaatat 


caatatctca 


1560 


ggtcaaccag 


tacaatccag 


1620 


geagecttta 


ctgttctgat 


1680 


atttgeagag 


tgatggtttt 


1740 


acacaatgtg 


gattaggatc 


1800 


tccttcctga 


ttctgtggtg 


1860 


taaacattgg 


attattgaaa 


1920 


aattccagat 


tcgctatggt 


1980 


atgatccaaa 


accaaaatct 


2040 


ttcaggtggc 


gtttaagagg 


2100 


cctacacagt 


tgtcatggat 


2160 


ttaatggaga 


tactatgaaa 


2220 


aaaatcractc 


at tcrtcrcacrt 


2280 


craacatcrcrtc 




2340 


cacatactgt 


tacacrttctcr 


2400 


taaccttttc 


atggcctatg 


2460 


taaacacrcacr 


ttatataatt 


2520 


attttattat 


tcraa tcrcraaa 


2580 






vO \J *± \J 


tcagtcttta 


cccaatattt 


2700 


ctcaagatga 


tattgaaaaa 


2760 


ttatttcctc 


ttccatctta 


2820 


aefctatt tta 


crcraacratcrt t 


2880 


ttcagaagag 


aacggacatt 


2940 


tgccaacttc 


ccaacagtct 


3000 


caaatctaaa 


aaaaattcag 


3060 


ttagaactta 


aaatagatgt 


3120 
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catttaaacc caagttttac atctaaactc aggtcaaacc tacacactaa ttaaaagttt 3180 
agtagatttc aaattttcat cataagtact aaagaccgaa aactaaacag tataaggacc 3240 
agtattttgt aattctttta ataccgacaa cgacagtaat gtatagataa tttacagtag 3300 
tttatacatc atctgttagg acattaatcc acttgagatt ttgacgttgt agactgttta 3360 
tcgaaatttt tatgttacta atattcatac cttagtcact tttataaatc aaacataaaa 3420 
atacaggttt gaaaaggtaa aatctaagga aatatctgtg cagtcggatt tttagtcgga 3480 
taagcccaca agaaaactta tagaggaccg taaaaacata gattgaaaca agttagaccc 3540 
ttaaagtcaa aagttatagg aacttttacc gaattcacta ttgaaggcaa agtcaatttt 3600 
ccttcgggct tcaacacaaa cacgacgggt gtcctgtcac cctcaatgtc aagtatagtc 3660 
ctactgggat gtatgggtcc agtctaactg ccctggtctt cccttgtagc tgaagattac 3720 
aggtgcgaaa gaacaaatta atactggatt tagattaaat gaaggtgact tggtaggttc 3780 
tggagaccgt ccgtcccttt acccgtcact asgttttttc cctctgagaa acctcgaaaa 3840 
tacttatcaa gtaccactcc tgtcttgaaa agatgaaagt ctgtctgacg aacgatcaaa 3900 
atacttaag 39Q9 

<210> 13 
<211> 896 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> UNSURE 
<222> (223) 

<223> Xaa is unknown or other. 
<220> 

<221> UNSURE 
<222> (687) 

<223> Xaa is unknown or other. 
<400> 13 

Met He Cys Gly Lys Phe Cys Val Val Leu Leu His Trp Gin Phe He 
15 10 15 

Tyr Val He Thr Ala Phe Asn Leu Ser Tyr Pro He Thr Pro Trp Arcr 
20 25 30 

Phe Lys Leu Ser Cys Met Pro Pro Asn Ser Thr Thr Asn Tyr Phe Leu 
35 40 45 

Leu Pro Ala Gly Leu Ser Lys Asn Thr Ser Asn Ser Asn Gly His Tvr 
50 55 60 



□ 



Glu Thr Ala Val Glu Pro Lys Phe Asn Ser Ser Gly Thr His Phe Ser 
65 70 75 80 

Asn Leu Ser Lys Thr Thr Phe His Cys Cys Phe Arg Ser Glu Gin Asp 

85 90 95 

Arg Asn Cys Ser Leu Cys Ala Asp Asn lie Glu Gly Arg Thr Phe Val 
100 105 110 

Ser Thr Val Asn Ser Leu Val Phe Gin Gin lie Asp Ala Asn Trp Asn 
115 120 125 

lie Gin Cys Trp Leu Lys Gly Asp Leu Lys Leu Phe lie Cys Tyr Val 
130 135 140 

Glu Ser Leu Phe Lys Asn Leu Phe Arg Asn Tyr Asn Tyr Lys Val His 
145 150 155 160 

Leu Leu Tyr Val Leu Pro Glu Val Leu Glu Asp Ser Pro Leu Val Pro 
165 170 175 

Gin Lys Gly Ser Phe Gin Met Val His Cys Asn Cys Ser Val His Glu 
180 185 190 

Cys Cys Glu Cys Leu Val Pro Val Pro Thr Ala Lys Leu Asn Asp Thr 
195 200 205 

Leu Leu Met Cys Leu Lys lie Thr Ser Gly Gly Val lie Phe Xaa Ser 
210 215 220 

Pro Leu Met Ser Val Gin Pro lie Asn Met Val Lys Pro Asp Pro Pro 
225 230 235 240 

Leu Gly Leu His Met Glu lie Thr Asp Asp Gly Asn Leu Lys lie Ser 
245 250 255 

Trp Ser Ser Pro Pro Leu Val Pro Phe Pro Leu Gin Tyr Gin Val Lys 
260 265 270 

Tyr Ser Glu Asn Ser Thr Thr Val He Arg Glu Ala Asp Lys He Val 
275 280 285 

Ser Ala Thr Ser Leu Leu Val Asp Ser He Leu Pro Gly Ser Ser Tyr 
290 295 300 

Glu Val Gin Val Arg Gly Lys Arg Leu Asp Gly Pro Gly He Trp Ser 
305 310 315 320 

Asp Trp Ser Thr Pro Arg Val Phe Thr Thr Gin Asp Val He Tyr Phe 
325 330 335 

Pro Pro Lys He Leu Thr Ser Val Gly Ser Asn Val Ser Phe His Cys 
340 345 350 

He Tyr Lys Lys Glu Asn Lys He Val Pro Ser Lys Glu He Val Trp 
355 360 365 
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Trp His Asn Leu Ala Glu Leu lie Pro Gin Ser Gin Tyr Asp Val Val 
370 375 380 

Ser Asp His Val Ser Lys Val Thr Phe Phe Asn Leu Asn Glu Thr Lys 
385 390 395 400 

Pro Arg Gly Leu Phe Thr Tyr Asp Ala Val Tyr Cys Cys Asn Glu His 
405 410 415 

Gly Cys His His Arg Tyr Ala Gly Leu Tyr Val lie Asn Val Asn lie 
420 425 430 

Asn lie Ser Cys Gin Thr Asn Gly Tyr Leu Thr Lys Met Thr Cys Arg 
435 440 445 

Trp Ser Thr Ser Thr He Gin Ser Leu Ala Glu Ser Thr Leu Glu Leu 
450 455 460 

Arg Tyr His Arg Ser Ser Leu Tyr Cys Ser Asn He Pro Ser He His 
465 470 475 480 

Pro He Ser Glu Pro Lys Asn Cys Tyr Leu Gin Ser Asn Gly Phe Tyr 
485 490 495 

Gin Cys lie Pro Gin Pro He Phe Leu Leu Ser Gly Tyr Thr Met Trp 
500 505 510 

He Arg He Asn His Ser Leu Gly Ser Leu Asn Ser Pro Pro Thr Cys 
515 520 525 

Val Leu Pro Asp Ser Val Val Lys Pro Leu Pro Pro Ser Ser Val Lys 
530 535 540 

Ala Glu He Thr He Asn lie Gly Leu Leu Lys He Ser Trp Glu Lys 
545 550 555 560 

Pro Val Phe Pro Glu Asn Asn Leu Gin Phe Gin He Arg Thr Gly Leu 
565 570 575 

Ser Gly Lys Glu Val Gin Trp Lys Met Tyr Glu Val Thr Asn Pro Lys 
580 585 590 

Pro Lys Ser Val Ser Leu Pro Val Pro Asp Leu Cys Ala Val Tyr Ala 
595 600 605 

Val Gin Val Arg Phe Lys Arg Leu Asp Gly Leu Gly Tyr Trp Ser Asn 
610 615 620 

Trp Ser Asn Pro Ala Tyr Thr Val Val Met Asp lie Lys Val Pro Met 
625 630 635 ^ 640 

Arg Gly Pro Glu Phe Trp Arg He He Asn Gly Asp Thr Met Lys Lys 
645 650 655 



Glu Lys Asn Val Tyr Leu Leu Trp Lys Pro Leu Met Lys Asn Asp Ser 
660 665 670 
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Leu Cys Ser Val Gin Arg Tyr Val lie Asn His His Thr Ser Xaa Asn 
675 680 685 

Gly Thr Trp Ser Glu Asn Val Gly Asn His Thr Lys Phe Thr Phe Leu 
690 695 700 

Trp Thr Glu Gin Ala His Thr Val Thr Val Leu Ala lie Asn Ser lie 
705 710 715 720 

Gly Ala Ser Val Ala Asn Phe Asn Leu Thr Phe Ser Trp Pro Met Ser 
725 730 735 

Lys Val Asn lie Val Gin Ser Leu Ser Ala Tyr Pro Leu Asn Ser Ser 
740 745 750 

Cys Val lie Val Ser Trp lie Leu Ser Pro Ser Asp Val Lys Leu Met 
755 760 765 

Tyr Pro lie lie Glu Trp Lys Asn Leu Asn Glu Asp Gly Glu lie Lys 
770 775 780 

Trp Leu Arg lie Ser Ser Ser Val Lys Lys Tyr Tyr lie His Asp His 
785 790 795 800 

Phe lie Pro lie Glu Lys Tyr Gin Phe Ser Leu Tyr Pro lie Phe Met 
805 810 815 

Glu Gly Val Gly Lys Pro Lys lie lie Asn Ser Phe Thr Gin Asn Asn 
820 825 830 

lie Glu Lys His Gin Ser Asp Ala Gly Leu Tyr Val lie Val Pro Val 
835 840 845 

lie lie Ser Ser Ser lie Leu Leu Leu Gly Thr Leu Leu lie Ser His 
850 855 860 

Gin Arg Met Lys Lys Leu Phe Trp Glu Asp Val Pro Asn Pro Lys Asn 
865 870 875 880 

Cys Ser Trp Ala Gin Gly Leu Asn Phe Gin Lys Arg Thr Asn lie Leu 
885 890 895 



<210> 14 
<211> 30 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
<400> 14 



Met Val Leu Ala Ser Ser Thr Thr Ser lie His Thr Met Leu Leu Leu 
15 10 15 



Leu Leu Met Leu Pro His Leu Gly Leu Gly Ala Ser lie Ser 
20 25 30 



<210> 15 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
<400> 15 

Ala Thr Leu Ala Ala Ala Ala Leu 
1 5 

<210> 16 
<211> 16 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
<400> 16 

attggggtaa gttatt 



<210> 17 
<211> 16 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: s Synthetic 
<400> 17 

aaataggtaa gcatta 



<210> 18 
<211> 16 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
<400> 18 

tgttctgtaa gtacca 



<210> 19 
<211> 16 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence: Synthetic 
<400> 19 

cacaaggtag gttatg 



<210> 20 
<211> 16 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
<400> 20 

tgattggtaa gaaaca 



<210> 21 
<211> 16 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
<400> 21 

attgaggtat catagg 



<210> 22 
<211> 16 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
<400> 22 

ctgtgggtat gtcaag 



<210> 23 
<211> 16 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
<400> 23 

tggaaggtac ctttta 



<210> 24 

11 



<211> 16 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
<400> 24 

taaaaggtct gcagag 

<210> 25 
<211> 16 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
<220> 

<221> unsure 
<222> (11) 

<223> N is a or g or c or t 
<400> 25 

tggagggtat nccaat 

<210> 26 

<211> 16 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 

<400> 26 

caattcaatt ggtgct 

<210> 27 
<211> 16 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
<400> 27 

ccaaaggtat tgtact 



<210> 28 
<211> 16 
<212> DNA 

<213> Artificial Sequence 

12 



<220> 

<223> Description of Artificial Sequence: Synthetic 



<400> 28 

cataaggttg cttttt 16 

<210> 29 
<211> 16 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
<400> 29 

ccttttccag gtgtat 16 

<210> 30 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
;! <220> 

□ <223> Description of Artificial Sequence: Synthetic 
lp <400> 3 0 

tcctaacaga attta 15 

hli <210> 31 

<211> 16 

M : <212> DNA 

f|J <213> Artificial Sequence 



Hi 



<220> 

<223> Description of Artificial Sequence: Synthetic 
<400> 31 

ttaaattcag atgcaa 16 

<210> 32 
<211> 16 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
<400> 32 

tatttaacag gctgac 16 
<210> 33 
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<211> 16 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial 
<400> 33 

ctcattacag atgtca 



<210> 34 
<211> 16 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
<400> 34 

tttcaaatag atgtga 



•I <210> 35 

\4 <211> 16 

□ <212> DNA 

\^ <213> Artificial Sequence 

12 <220> 

in <223> Description of Artificial 

m 

<400> 35 

f m tcttttaaag gagcag 



q <210> 36 
^ <211> 16 
q <212> DNA 

i't <213> Artificial Sequence 
<220> 

<223> Description of Artificial 
<400> 36 

aaatttctag tgaagc 



<210> 37 
<211> 16 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
<400> 37 



Sequence : Synthetic 

16 

Sequence: Synthetic 

16 

Sequence : Synthetic 

16 

Sequence : Synthetic 

16 

Sequence: Synthetic 
14 



tattttacag atgtat 



<210> 38 
<211> 16 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
<400> 38 

catttggcag ttccta 



<210> 39 
<211> 16 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
<400> 39 

tttactacag cccctg 



<210> 40 
<211> 16 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
<400> 40 

tctttttcag atgata 



<210> 41 
<211> 16 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
<400> 41 

ccctttgtag aatgaa 

<210> 42 
<211> 16 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence: Synthetic 
<400> 42 

ccttttccag aaaatg 



<210> 43 
<211> 16 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
<400> 43 

atctaaacag agaacg 

<210> 44 
<211> 35 
<212> PRT 

<213> Artificial Sequence 
<220> 

<221> UNSURE 
<222> (27) 

<223> Xaa is unknown or other. 
<220> 

<221> UNSURE 
<222> (31) 

<223> Xaa is unknown or other. 
<400> 44 

Ala Ser lie Ser Ser Ser Ala Thr Leu Ala Ala Ala Gly Ser Ala Thr 
15 10 15 

Pro lie Thr Pro Thr Ala Pro Leu Leu Ser Xaa Met Pro Pro Xaa Ser 
20 25 30 

Thr Tyr Asp 
35 



16 



